
Biophysical 
Chemistry 

ELSEVIER Biophysical Chemistry 59 (1996) 375-381 

Subject Index to Volume 59 

Acanthamoeba 
Protein unfolding; Myosin; Muscle, skeletal; Unfolding, thermal 
(Zolkiewski, M. (59) 365) 

Actin 
Muscle contraction; Myosin; Cross-bridge mechanism; Phase tran- 
sitions; Hinge melting (Pollack, G.H. (59) 315) 

Active site 
Myosin subfragment- 1; Chelating ion; Proteins; Protein conforma- 
tion (Phan, B.C. (59) 341) 

Adsorption 
Bacteriophages T-even; Fiber extension; Sedimentation; Infection; 
Protease inactivation; Fiber configuration; Electron microscopy; 
Immobilization; Formaldehyde (Kellenberger, E. (59) 41) 

Alkaloid-DNA interactions 
Sanguinarine; DNA; Spectrophotometry; Spectrofluorimetry: 
Thermodynamics (Sen, A. (59) 155) 

Allosteric interactions 
Calorimetry; Cooperativity; Molecular adaptation: Hemoglobin; 
Oxygen binding (Johnson, C.R. (59) 107) 

Anisotmpy 
Rhodamine dimers; Fluorescence; Lifetime; Quantum efficiency; 
Emission (Burghardt. T.P. (59) 119) 

Aqueous salt solution 
Oscillation; Triolein; Membrane conductance (U&e, K. (59) 33) 

Articular cartilage 
Viscoelasticity; Osmotic swelling pressure; Configurational en- 
tropy; Hydraulic permeability; Poisson-Boltzmann equation; Car- 
tilage (Kovach, I.S. (59) 61) 

Bacteriophages T-even 
Fiber extension; Sedimentation; Adsorption; Infection; Protease 
inactivation; Fiber configuration; Electron microscopy; Immobi- 
lization; Formaldehyde (Kellenberger, E. (59) 41) 

Bifunctional protein 
Gene fusion; Covalent linkage of different polypeptide chains 
(Yang, Y.R. (59) 289) 

Binary complexes 
Phosphorylase kinase; Calmodulin; Troponin C; Regulatory pcp- 
tides; Ternary complexes (Steiner, R.F. (59) 277) 

Calcium binding 
Myosin; Molluscan muscles; Contraction; Muscles (Szent- 
Gyijrgyi, A.G. (59) 357) 

Calmodulin 
Phosphorylase kinase; Troponin C; Regulatory peptides; Binary 
complexes; Ternary complexes (Steiner, R.F. (59) 277) 

Calorimetry 
Allosteric interactions; Cooperativity; Molecular adaptation; 
Hemoglobin; Oxygen binding (Johnson, C.R. (59) 107) 

Protein stability; Hydrophobic effect; Thermodynamics; Lyso- 
zyme; Tetraalkylammonium halides (Jain, S. (59) 171) 

Coiled-coils; Circular dichroism; Electrostatic interactions; Ther- 
modynamics; Sequence variation (Yu, Y. (59) 299) 

Cartilage 
Articular cartilage; Viscoelasticity; Osmotic swelling pressure; 
Configurational entropy; Hydraulic permeability; Poisson-Boltz- 
mann equation (Kovach, I.S. (59) 61) 

Cell biology 
Fluorimetry; Photobleaching; Membrane biology; Diffusive pro- 
cesses (Kao, H.P. (59) 203) 

Cell motility 
Sliding movement; CytoskeletaJ filaments; Random walk, biased; 
Diffusion; Monte Carlo study; Motility (Imafuku, Y. (59) 139) 

Chelating ion 
Myosin subfragment- 1; Active site; Proteins; Protein conforma- 
tion (Phan, B.C. (59) 341) 

Chemical graph 
Graph-topological approach; Randi topological index; RNA; Ge- 
netic algorithms (Benedetti, G. (59) 179) 
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Circular dichroism Denaturation 
Coiled-coils; Electrostatic interactions; Thermodynamics; 
Calorimetry; Sequence variation (Yu, Y. (59) 299) 

Protein unfolding; Urea; Guanidinium chloride; Solvation; Cy- 
tochrome c; Lysozyme; Ribonuclease A (Schellman, J.A. (59) 
259) 

Circular dichroism spectroscopy 
Peptides; Melittin; Motilin; Galanin; Reversed micelles (Ghman, 
A. (59) 185) 

Diffusion 
Self-sustained oscillations; pH oscillations; Immobilized enzyme; 
Proteolytic enzyme; Enzyme kinetics (Ohmori, T. (59) 87) 

Coiled-coils 
Circular dichroism; Electrostatic interactions; Thermodynamics; 
Calorimetry; Sequence variation (Yu, Y. (59) 299) 

Sliding movement; Cytoskeletal filaments; Random walk, biased; 
Monte Carlo study; Motility; Cell motility (Imafuku, Y. (59) 139) 

Computer simulation Diffusive processes 

Proteins; Folding; Global energy minimum; Statistical mechanics; 
Multiple minima (Scheraga, H.A. (59) 329) 

Fluorimetry; Photobleaching; Cell biology; Membrane biology 
(Kao, H.P. (59) 203) 

DNA 
Computer simulations 
Molecular modeling; Proteins; Molecular structure prediction; 
Knowledge-based methods; Review (BGhm, G. (59) 1) 

Ruthenium complex; Intercalation; Sodium-23; NMR spin-lattice 
relaxation (Casu, M. (59) 133) 

Conductivity 
Sanguinarine; Alkaloid-DNA interactions; Spectrophotometry; 
Spectrofluorimetry; Thermodynamics (Sen, A. (59) 155) 

Insulin; Pig; Hagfish; Proteins; Electronic energy level; Hopping; 
Signal transformation (Jiang, Y. (59) 95) DNA looping 

Configurational entropy 
Articular cartilage; Viscoelasticity; Osmotic swelling pressure; 
Hydraulic permeability; Poisson-Boltzmann equation; Cartilage 
(Kovach, I.S. (59) 61) 

RNA polymerase; Looping; RNA looping; Nucleotide addition; 
Transcript initiation; Elongation; Termination (Von Hippel, P.H. 
(59) 231) 

Dynamic model 

Contraction 
Cytochrome oxidase; Kinetics; Thermodynamics; Oxidative phos- 
phorylation (Korzeniewski, B. (59) 75) 

Myosin; Molluscan muscles; Calcium binding; Muscles (Szent- 
GySrgyi, A.G. (59) 357) Electronic energy level 

Cooperativity 

Insulin; Pig; Hagtish; Proteins; Conductivity; Hopping; Signal 
transformation (Jiang, Y. (59) 95) 

Calorimetry; Allosteric interactions; Molecular adaptation; 
Hemoglobin; Oxygen binding (Johnson, CR. (59) 107) Electron microscopy 

Covalent linkage of different polypeptide chains 
Gene fusion; Bifunctional protein (Yang, Y.R. (59) 289) 

Bacteriophages T-even; Fiber extension; Sedimentation; Adsorp- 
tion; Infection; Protease inactivation; Fiber configuration; Immo- 
bilization; Formaldehyde (Kellenberger, E. (59) 41) 

Cross-bridge mechanism 
Muscle contraction; Myosin; Actin; Phase transitions; Hinge melt- 
ing (Pollack, G.H. (59) 315) 

Electrostatic interactions 
Coiled-coils; Circular dichroism; Thermodynamics; Calorimetry; 
Sequence variation (Yu, Y. (59) 299) 

Elongation 
Cytochrome c 
Protein unfolding; Urea; Guanidinium chloride; Solvation; Denat- 
uration; Lysozyme; Ribonuclease A (Schellman, J.A. (59) 259) 

RNA polymerase; Looping; DNA looping; RNA looping; Nu- 
cleotide addition; Transcript initiation; Termination (Von Hippel, 
P.H. (59) 231) 

Cytochrome oxidase Emission 
Kinetics; Thermodynamics; Oxidative phosphorylation; Dynamic 
model (Korzeniewski, B. (59) 75) 

Rhodamine dimers; Fluorescence; Anisotropy; Lifetime; Quantum 
efficiency (Burghardt, T.P. (59) 119) 

Cytoskeletal tilaments Enzyme kinetics 
Sliding movement; Random walk, biased; Diffusion; Monte Carlo 
study; Motility; Cell motility (Imafuku, Y. (59) 139) 

Self-sustained oscillations; pH oscillations; Immobilized enzyme; 
Proteolytic enzyme; Diffusion (Ohmoti, T. (59) 87) 
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Fiber configuration Hag&h 
Bacteriophages T-even; Fiber extension; Sedimentation; Adsorp- 
tion; Infection; Protease inactivation; Electron microscopy; Immo- 
bilization; Formaldehyde (Kellenberger, E. (59) 41) 

Insulin; Pig; Proteins; Electronic energy level; Conductivity; Hop- 
ping; Signal transformation (Jiang. Y. (59) 95) 

Hemoglobin 
Fiber extension 
Bacteriophages T-even; Sedimentation; Adsorption; Infection; 
Protease inactivation; Fiber contiguration; Electron microscopy; 
Immobilization; Formaldehyde (Kellenberger, E. (59) 41) 

Calorimetry; Allosteric interactions; Cooperativity; Molecular 
adaptation; Oxygen binding (Johnson. C.R. (59) 107) 

Hinge melting 

Fluorescence 
Muscle contraction; Myosin; Actin; Cross-bridge mechanism; 
Phase transitions (Pollack, G.H. (59) 3 15) 

Rhodamine dimers; Anisotropy; Lifetime; Quantum efficiency: 
Emission (Burghardt, T.P. (59) 119) Hopping 

Fluorescence spectroscopy 
Melanotropic hormones; Parallax method; Peptide-lipid interac- 
tion; Lipid vesicles (Soares Mac&do, Z. (59) 193) 

Insulin; Pig; Haglish; Proteins; Electronic energy level; Conduc- 
tivity; Signal transformation (Jiang, Y. (59) 95) 

pH oscillations 

Fluorimetry 
Self-sustained oscillations; Immobilized enzyme; Proteolytic en- 
zyme; Enzyme kinetics; Diffusion (Ohmori, T. (59) 87) 

Photobleaching; Cell biology; Membrane biology; Diffusive pro- 
cesses (Kao, H.P. (59) 203) Hydraulic permeability 

Folding 
Proteins; Global energy minimum; Statistical mechanics; Com- 
puter simulation; Multiple minima (Scheraga, H.A. (59) 329) 

Articular cartilage; Viscoelasticity; Osmotic swelling pressure; 
Configurational entropy; Poisson-Boltzmann equation; Cartilage 
(Kovach. IS. (59) 61) 

Hydrogen exchange 
Force generation 
Hydrogen exchange; Muscle function; Proteins, structure change 
(Rodgers, M.E. (59) 221) 

Muscle function; Force generation; Proteins, structure change 
(Rodgers, M.E. (59) 221) 

Formaldehyde 
Proteins; Unfolding; Ribonuclease A; Protection factor (Kief- 
haber, T. (59) 351) 

Bacteriophages T-even; Fiber extension; Sedimentation; Adsorp- 
tion; Infection; Protease inactivation; Fiber configuration; Electron 
microscopy; Immobilization (Kellenberger, E. (59) 41) 

Hydrophobic effect 
Protein stability; Thermodynamics; Calorimetry; Lysozyme; Te- 
traalkylammonium halides (Jain, S. (59) 171) 

Galanin 
Peptides; Melittin; Motilin; Reversed micelles; Circular dichroism 
spectroscopy (ijhman, A. (59) 185) 

Immobilization 

Gene fusion 

Bacteriophages T-even; Fiber extension; Sedimentation; Adsorp- 
tion; Infection; Protease inactivation; Fiber configuration; Electron 
microscopy; Formaldehyde (Kellenberger, E. (59) 41) 

Covalent linkage of different polypeptide chains; Bifunctional 
protein (Yang, Y.R. (59) 289) Immobilized enzyme 

Genetic algorithms 
Self-sustained oscillations; pH oscillations; Proteolytic enzyme; 
Enzyme kinetics: Diffusion (Ohmori, T. (59) 87) 

Chemical graph; Graph-topological approach; RandiC topological 
index; RNA (Benedetti. G. (59) 179) Infection 

Global energy minimum 
Proteins; Folding; Statistical mechanics; Computer simulation; 
Multiple minima (Scheraga, H.A. (59) 329) 

Bacteriophages T-even; Fiber extension; Sedimentation; Adsorp- 
tion; Protease inactivation; Fiber configuration; Electron mi- 
croscopy; Immobilization; Formaldehyde (Kellenberger, E. (59) 
41) 

Graph-topological approach 
Chemical graph; RandiC topological index; RNA; Genetic algo- 
rithms (Benedetti, G. (59) 179) 

Insulin 
Pig; Hagfish; Proteins; Electronic energy level; Conductivity; 
Hopping; Signal transformation (Jiang, Y. (59) 95) 

Guanidinium chloride Intercalation 
Protein unfolding; Urea; Solvation; Denaturation; Cytochrome c; 
Lysozyme; Ribonuclease A (Schellman, J.A. (59) 259) 

Ruthenium complex; DNA; Sodium-23; NMR spin-lattice relax- 
ation (Casu, M. (59) 133) 
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Kinetics Molluscan muscles 
Cytochrome oxidase; Thermodynamics; Oxidative phosphoryla- Myosin; Calcium binding; Contraction; Muscles (Szent-GyBrgyi, 
tion; Dynamic model (Korzeniewski, B. (59) 75) A.G. (59) 357) 

Knowledge-based methods 
Computer simulations; Molecular modeling; Proteins; Molecular 
structure prediction; Review (Bahm, G. (59) 1) 

Monte Carlo study 
Sliding movement; Cytoskeletal filaments; Random walk, biased; 
Diffusion; Motility; Cell motility (Imafuku, Y. (59) 139) 

Lifetime Motilin 
Rhodamine dimers; Fluorescence; Anisotropy; Quantum effi- 
ciency; Emission (Burghardt, T.P. (59) 119) 

Peptides; Melittin; Galanin; Reversed micelles; Circular dichroism 
spectroscopy (&unan. A. (59) 185) 

Lipid vesicles Motility 
Melanotropic hormones; Fluorescence spectroscopy; Parallax 
method; Peptide-lipid interaction (Soares Ma&do, Z. (59) 193) 

Sliding movement; Cytoskeletal filaments; Random walk, biased; 
Diffusion; Monte Carlo study; Cell motility (Imafuku, Y. (59) 
139) 

Looping 
RNA polymerase; DNA looping; RNA looping; Nucleotide addi- 
tion; Transcript initiation; Elongation; Termination (Von Hippel, 
P.H. (59) 231) 

Multiple minima 
Proteins; Folding; Global energy minimum; Statistical mechanics; 
Computer simulation (Scheraga, H.A. (59) 329) 

Lysozyme Muscle contraction 
Protein stability; Hydrophobic effect; Thermodynamics; Calorime- 
try; Tetraalkylammonium halides (Jain, S. (59) 171) 

Myosin; Actin; Cross-bridge mechanism; Phase transitions; Hinge 
melting (Pollack, G.H. (59) 315) 

Protein unfolding; Urea; Guanidinium chloride; Solvation; Denat- 
uration; Cytochrome c; Ribonuclease A (Schellman, J.A. (59) 
259) 

Muscle function 
Hydrogen exchange; Force generation; Proteins, structure change 
(Rodgers, M.E. (59) 22 1) 

Macromolecules, biological 
Ultracentrifugation; X-ray crystallography (Eisenberg, H. (59) 
247) 

Muscles 
Myosin; Molluscan muscles; Calcium binding; Contraction 
(Szent-Gyargyi, A.G. (59) 357) 

Melanotrnpic hormones Muscle, skeletal 
Fluorescence spectroscopy; Parallax method; Peptide-lipid inter- 
action; Lipid vesicles (Soares Ma&do, Z. (59) 193) 

Protein unfolding; Myosin; Unfolding, thermal; Acunrhamoeba 

(Zolkiewski, M. (59) 365) 

Melittin Myosin 
Peptides; Motilin; Galanin: Reversed micelles; Circular dichroism 
spectroscopy (dhman, A. (59) 185) 

Muscle contraction; Actin; Cross-bridge mechanism; Phase transi- 
tions; Hinge melting (Pollack. G.H. (59) 315) 

Membrane biology 
Fluorimetry; Photobleaching; Cell biology; Diffusive processes 
(Kao, H.P. (59) 203) 

Molluscan muscles; Calcium binding; Contraction; Muscles 
(Szent-GyBrgyi. A.G. (59) 357) 

Membrane conductance 
Protein unfolding; Muscle, skeletal; Unfolding, thermal; Acan- 

thamoeba (Zolkiewski, M. (59) 365) 
Oscillation; Triolein; Aqueous salt solution (U&e, K. (59) 33) 

Molecular adaptation 
Calorimetry; Allosteric interactions; Cooperativity; Hemoglobin; 
Oxygen binding (Johnson, C.R. (59) 107) 

Myosin subfragment-l 
Active site; Chelating ion; Proteins; Protein conformation (Phan, 
B.C. (59) 341) 

Molecular modeling 
Computer simulations; Proteins; Molecular structure prediction; 
Knowledge-based methods; Review (Biihm, G. (59) 1) 

NMR spin-lattice relaxation 
Ruthenium complex; DNA; Intercalation; Sodium-23 (Casu, M. 
(59) 133) 

Nucleotide addition 
Molecular structure prediction 
Computer simulations; Molecular modeling; Proteins; Knowledge- 
based methods; Review (Bijhm, G. (59) 1) 

RNA polymerase; Looping; DNA looping; RNA looping; Tran- 
script initiation; Elongation; Termination (Von Hippel, P.H. (59) 
231) 
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Oscillation Protein conformation 
Triolein; Membrane conductance; Aqueous salt solution (Urabc, Myosin subfragment- I; Active site; Chelating ion; Proteins (Phan. 
K. (59) 33) B.C. (59) 341) 

Osmotic swelling pressure 
Attic&u cartilage; Viscoelasticity; Contigurational entropy; Hy- 
draulic permeability; Poisson-Boltzmann equation; Cartilage 
(Kovach. IS. (59) 61) 

Proteins 
Computer simulations; Molecular modeling; Molecular structure 
prediction; Knowledge-based methods; Review (Bijhm, G. (59) 1) 

Oxidative phosphorylation 
Cytochrome oxidase; Kinetics; Thermodynamics; Dynamic model 
(Korzeniewski, B. (59) 75) 

Insulin; Pig; Hag&h; Electronic energy level; Conductivity; Hop- 
ping; Signal transformation (Jiang, Y. (59) 95) 

Oxygen binding 

Folding; Global energy minimum; Statistical mechanics; Com- 
puter simulation; Multiple minima (Scheraga, H.A. (59) 329) 

Calorimetry; Allosteric interactions; Cooperativity; Molecular 
adaptation; Hemoglobin (Johnson, CR. (59) 107) Myosin subfragment- 1; Active site; Chelating ion; Protein confor- 

mation (Phan, B.C. (59) 341) 

Parallax method 
Melanotropic hormones; Fluorescence spectroscopy; Peptide-lipid 
interaction; Lipid vesicles (Soares Maddo, Z. (59) 193) 

Unfolding; Ribonuclease A; Hydrogen exchange; Protection factor 
(Kiethaber, T. (59) 351) 

Peptide-lipid interaction 
Melanotropic hormones; Fluorescence spectroscopy; Parallax 
method: Lipid vesicles (Soares Mac&do, Z. (59) 193) 

Proteins, structure change 
Hydrogen exchange; Muscle function; Force generation (Rodgers, 
M.E. (59) 221) 

Peptides 
Melittin; Motilin; Galanin; Reversed micelles; Circular dichroism 
spectroscopy (chman, A. (59) 185) 

Protein stability 
Hydrophobic effect; Thermodynamics; Calorimetry; Lysozyme; 
Tetraalkylammonium halides (Jain, S. (59) 171) 

Phase transitions 
Muscle contraction; Myosin; Actin; Cross-bridge mechanism; 
Hinge melting (Pollack, G.H. (59) 315) 

Protein unfolding 

Phosphorylase kinase 

Urea; Guanidinium chloride; Solvation; Denaturation: Cy- 
tochrome c; Lysozyme; Ribonuclease A (Schellman, J.A. (59) 
259) 

Calmodulin; Troponin C; Regulatory peptides; Binary complexes; 
Ternary complexes (Steiner. R.F. (59) 277) Myosin; Muscle, skeletal; Unfolding, thermal; Acanthamoebu 

(Zolkiewski, M. (59) 365) 

Photobleaching 
Fluorimetry; Cell biology; Membrane biology; Diffusive pro- 
cesses (Kao. H.P. (59) 203) 

Proteolytic enzyme 
Self-sustained oscillations; pH oscillations; Immobilized enzyme; 
Enzyme kinetics: Diffusion (Ohmori, T. (59) 87) 

Pig 
Insulin; Hagfish; Proteins; Electronic energy level; Conductivity; 
Hopping; Signal transformation (Jiang. Y. (59) 95) 

Quantum efficiency 

Poisson-Boltzmann equation 
Articular cartilage; Viscoelasticity; Osmotic swelling pressure; 
Configurational entropy; Hydraulic permeability; Cartilage 
(Kovach, IS. (59) 61) 

Rhodamine dimcrs; Fluorescence; Anisotropy; Lifetime; Emission 
(Burghardt, T.P. (59) 119) 

Rand% topological index 
Chemical graph: Graph-topological approach; RNA; Genetic algo- 
rithms (Benedetti, G. (59) 179) 

Protease inactivation 
Bacteriophages T-even; Fiber extension; Sedimentation; Adsorp- 
tion; Infection; Fiber configuration; Electron microscopy; Immobi- 
lization; Formaldehyde (Kellenberger. E. (59) 41) 

Random walk, biased 
Sliding movement; Cytoskeletal filaments; Diffusion; Monte Carlo 
study; Motility; Cell motility (Imafuku, Y. (59) 139) 

Protection factor 
Proteins; Unfolding; Ribonuclease A; Hydrogen exchange (Kief- 
haber. T. (59) 351) 

Regulatory peptides 
Phosphorylase kinase; Calmodulin; Troponin C; Binary com- 
plexes; Ternary complexes (Steiner, R.F. (59) 277) 
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Reversed micelles Sliding movement 
Peptides; Melittin; Motilin; Galanin; Circular dichroism spec- 
troscopy (Ghman, A. (59) 185) 

Cytoskeletal filaments; Random walk, biased; Diffusion; Monte 
Carlo study; Motility; Cell motility (Imafuku, Y. (59) 139) 

Review Sodium-23 
Computer simulations; Molecular modeling; Proteins; Molecular 
structure prediction; Knowledge-based methods (B&m, G. (59) 1) 

Ruthenium complex; DNA; Intercalation; NMR spin-lattice relax- 
ation (Casu, M. (59) 133) 

Rhodamine dimers Solvation 
Fluorescence; Anisotropy; Lifetime; Quantum efficiency; Emis- 
sion (Burghardt, T.P. (59) 119) 

Protein unfolding; Urea; Guanidinium chloride; Denaturation; Cy- 
tochrome c; Lysozyme; Ribonuclease A (Schellman, J.A. (59) 
259) 

Blhonuclease A 
Protein unfolding; Urea; Guanidinium chloride; Solvation; Denat- 
uration; Cytochrome c; Lysozyme (Schellman, J.A. (59) 259) 

Spectrofluorimetry 

Proteins; Unfolding; Hydrogen exchange; Protection factor 
(Kiefhaber, T. (59) 351) 

Sanguinarine; DNA; Alkaloid-DNA interactions; Spectrophotom- 
etry; Thermodynamics (Sen, A. (59) 155) 

Spectrophotometry 

RNA 
Chemical graph; Graph-topological approach; Randi topological 
index; Genetic algorithms (Benedetti, G. (59) 179) 

Sanguinarine; DNA; Alkaloid-DNA interactions; Spectrofluo- 
rimetry; Thermodynamics (Sen, A. (59) 155) 

Statistical mechanics 

RNA looping 
RNA polymerase; Looping; DNA looping; Nucleotide addition; 
Transcript initiation; Elongation; Termination (Von Hippel, P.H. 
(59) 231) 

Proteins; Folding; Global energy minimum; Computer simulation; 
Multiple minima (Scheraga, H.A. (59) 329) 

Termination 

RNA polymerase 
Looping; DNA looping; RNA looping; Nucleotide addition; Tran- 
script initiation; Elongation; Termination (Von Hippel, P.H. (59) 
231) 

RNA polymerase; Looping; DNA looping; RNA looping; Nu- 
cleotide addition; Transcript initiation; Elongation (Von Hippel, 
P.H. (59) 231) 

Ternary complexes 

Ruthenium complex 
Phosphorylase kinase; Calmodulin; Troponin C; Regulatory pep- 
tides; Binary complexes (Steiner, R.F. (59) 277) 

DNA; Intercalation; Sodium-23; NMR spin-lattice relaxation 
(Casu, M. (59) 133) 

Sanguinarine 

Tetraalkylammonimn halides 
Protein stability; Hydrophobic effect; Thermodynamics; Calorime- 
try; Lysozyme (Jain, S. (59) 171) 

DNA; Alkaloid-DNA interactions; Spectrophotometry; Spec- 
trofluorimetry; Thermodynamics (Sen, A. (59) 155) Thermodynamics 

Sedimentation 
Bacteriophages T-even; Fiber extension; Adsorption; Infection; 
Protease inactivation; Fiber configuration; Electron microscopy; 
Immobilization; Formaldehyde (Kellenberger, E. (59) 41) 

Cytochrome oxidase; Kinetics; Oxidative phosphorylation; Dy- 
namic model (Korzeniewski, B. (59) 75) 

Sanguinarine; DNA; Alkaloid-DNA interactions; Spectrophotom- 
etry; Spectrofluorimetry (Sen, A. (59) 155) 

Self-sustained oscillations 
pH oscillations; Immobilized enzyme; Proteolytic enzyme; En- 
zyme kinetics; Diffusion (Ohmori, T. (59) 87) 

Protein stability; Hydrophobic effect; Calorimetry; Lysozyme; 
Tetraalkylammonium halides (Jain, S. (59) 171) 

Sequence variation 
Coiled-coils; Circular dichroism; Electrostatic interactions; Ther- 
modynamics; Calorimetry (Yu, Y. (59) 299) 

Coiled-coils; Circular dichroism; Electrostatic interactions; 
Calorimetry; Sequence variation (Yu, Y. (59) 299) 

Transcript initiation 
Signal transformation 
Insulin; Pig; Hagfish; Proteins; Electronic energy level; Conduc- 
tivity; Hopping (Jiang, Y. (59) 95) 

RNA polymerase; Looping; DNA looping; RNA looping; Nu- 
cleotide addition; Elongation; Termination (Von Hippel, P.H. (59) 
231) 
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Triolein Urea 
Oscillation; Membrane conductance; Aqueous salt solution (Urabe, 
K. (59) 33) 

Protein unfolding; Guanidinium chloride; Solvation; Denaturation; 
Cytochrome c; Lysozyme; Ribonuclease A (Schellman, J.A. (59) 
259) 

Troponin C 
Phosphorylase kinase; Calmodulin; Regulatory peptides; Binary 
complexes; Ternary complexes (Steiner, R.F. (59) 277) 

Ultracentrifugation 
Macromolecules, biological; X-ray crystallography (Eisenberg, H. 
(59) 247) 

Unfolding 
Proteins; Ribonuclease A; Hydrogen exchange; Protection factor 
(Kiethaber, T. (59) 351) 

Unfolding, thermal 
Protein unfolding; Myosin; Muscle, skeletal; Acanthamoeba 

(Zolkiewski, M. (59) 365) 

Viscoelasticity 
Articular cartilage; Osmotic swelling pressure; Contigurational 
entropy; Hydraulic permeability; Poisson-Boltzmann equation; 
Cartilage (Kovach, 1.S. (59) 61) 

X-ray crystallography 
Macromolecules, biological; Ultracentrifugation (Eisenberg, H. 
(59) 247) 


